ABSTRACT.--We reviewed the tremendous architectural diversity of ovenbird (Furnariidae) nests based on literature, museum collections, and new field observations. With few exceptions, furnariids exhibited low intraspecific variation for the nest characters hypothesized, with the majority of variation being hierarchically distributed among taxa. We hypothesized nest homologies for 168 species in 41 genera (ca. 70% of all species and genera) and coded them as 24 derived characters. Forty-eight most-parsimonious trees (41 steps, CI = 0.98, RC = 0.97) resulted from a parsimony analysis of the equally weighted characters using PAUP, with the Dendrocolaptidae and Formicarioidea as successive outgroups. The strict-consensus topology based on these trees contained 15 clades representing both traditional taxa and novel phylogenetic groupings. Comparisons with the outgroups demonstrate that cavity nesting is plesiomorphic to the furnariids. In the two lineages where the primitive cavity nest has been lost, novel nest structures have evolved to enclose the nest contents: the clay oven of Furnarius and the domed vegetative nest of the synallaxine clade. Although our phylogenetic hypothesis should be considered as a heuristic prediction to be tested subsequently by additional character evidence, this first cladistic analysis of the furnariids demonstrates the general utility of nest characters in reconstruction of avian relationships, and it provides a test of monophyly for several furnariid taxa. Received 29 July 1998, The suboscine family Furnariidae, with 240 currently recognized biological species, is among the most morphologically, behaviorally, and ecologically diverse families of passerines (Ridgely and Tudor 1994, Skutch 1996). The furnariid radiation includes phenotypes convergent on numerous families of oscines, such as larks, jays, tits, creepers, nuthatches, wrens, thrushes, thrashers, dippers, and warblers (Leisler 1977). Representatives of the Furnariidae can be found in all Neotropical habitats, from coastal surf zone and sand dunes through dry and humid lowland and montane forests to the treeless puna of the Andes.
Results of the field work, including new ontogenetic information and nest descriptions for seven species with previously undescribed nests, will be published separately. Nest information was gathered for 184 furnariid species from 50 genera; species for which nest descriptions were demonstrably erroneous or lacking critical details were subsequently excluded. Data for the remaining 168 species, representing 41 genera (ca. 70% of all species and genera), were used in the analysis (Appendix 2). A complete list of sources of nest descriptions for each species is presented in Appendix 1. Sample sizes varied considerably, with approximately 5% of the species represented by more than 50 nests each, the majority of species based on more than 10 nests, and about 20% of the species known from a single nest description.
We also assembled nest information for outgroup taxa: 37 species representing all 13 genera of Dendrocolaptidae; 19 species representing 8 of 12 genera of Rhinocryptidae; 19 species representing all 7 genera of Formicariidae; and 5 of the 8 species of Conopophagidae.
Phylogenetic analysis.--The number of ingroup taxa was reduced to 49 operational taxonomic units (OTU) by combining congeneric species having identical character states. Appendix 2 includes definitions of species groups composed of behaviorally similar congeners used as OTUs. The outgroup species were condensed into two OTUs representing two successive outgroups, Dendrocolaptidae and Formicarioidea.
We based hypotheses of behavioral homologies on special detailed similarities in nest structure and ontogeny of nest construction. Variations in nest architecture were coded as 24 characters, of which 22 were binary and two trinary. Apparent autapomorphies were included in the data set because these characters are synapomorphies of polytypic terminal taxa (characters 4, 10, 20, 24). Genuine autapomorphies were also included because they may be shared by unidentified cryptic species within current species or shared with behaviorally unknown taxa and ultimately be phylogenetically informative (characters 3, 5, 8, 12, 19, 22). Character polarities were inferred by outgroup comparisons. In instances where the second outgroup was polymorphic, we used presumed phylogenetic relationships within the Formicarioidea to infer the primitive character state for the outgroups. Taxa exhibiting both ancestral and derived states of a given character were coded as polymorphic (0 and 1) for that character. All characters were weighted equally.
The most-parsimonious phylogenetic resolutions of the nest data were identified using PAUP 3.1.1 (Swofford 1993). We used a constraint tree assuming monophyly of the ingroup and the outgroup structure described above. We performed 100 replicate heuristic searches with random addition of taxa to minimize input order bias and ensure unbiased sampling of tree space. The tree bisection-reconnection algorithm was employed, and zero-length branches were collapsed to yield polytomies. We used a strictconsensus tree to summarize the set of maximally parsimonious topologies identified by PAUP. Although both platforms and cups are found in the two successive outgroups, the cup has a narrower taxonomic distribution and therefore is hypothesized to be independently derived. structed entirely of compound-leaf rachises, usually of a single plant species (Fig. 1A) 1E ). The wall at one side of the entrance is folded inward to divide the globe into two helically arranged chambers: an inner incubation chamber, and an outer antechamber; only the inner chamber is lined (Fig. 1D) Synallaxis ( ing these clades is shown on one of the fundamental trees (Fig. 4) . 
1). Anumbius and Coryphistera form a clade (H) diagnosed by the nest-roof adornment (character 17), and Phacellodomus is supported by the entrance constriction (character 20) and the secondarily pensile nest (character 24). A nest lin-
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